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[ Pick Primers ] [ Reset Form ]
Sequence Id: | |A string to identify vour output.
Taises: [126.464 E.g. 50,1 requires primers to surround the 2 bases at positions 50 and 51. Or mark the source sequence with
I : [and Jeg . ATCT[CCCCITCAT. . means that primers must flank the central CCCC.
Excluded | |E_g_ 401,7 68,3 forbids selection of primers in the 7 bases starting at 401 and the 3 bases at 68. Or mark the
Regions: source sequence with < and > e.g. . ATCT=CCCC=TCAT.. forbids primers in the central CCCC. L2
Product Size Ranges |4B4-SDD
Click here to specify the min._ opt. and max product sizes onlv if vou absohitely must. Using them is too slow (and too computationally intensive for
our server).
Number ToReturn:[5 | Max 3' Stability: (3.0
Max Mispriming: (1200 | Pair Max Mispriming: |24.00
[ Pick Primers ] [ Reset Form ]
General Primer Picking Conditions
Primer Size Min:[18  |Opt:[20  |Max[27 |
Primer Tm  Min:[570 | Opt:[600  |Max:[650 | Max Tm Difference: [1000 |
Product Tm Min | | Opt| | Max | |
Primer GC% Min: [200 | Opt| |Max:[800 |
Max Self Max 3' Self
Complementarity: @ Complementarity:
Max #N's: [0 |MaxPoly-X: 5
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